
GNCAGCATTTCCTCTAAGGGATNCAATNNGGCTTGCCCGAGGCCACACTCATTTCCCCATNCCC 
TCAAATACTGTGGTGATTAAACATTTCATAGGAGGANTTTATGGATNCCTTTAAAANCCTAATT 
CTCCCTGCTTGCCAAATCATTTCTTCTCAGCATCCTGCCCAGCAAAAAANCANCTTNTGATCAA 
AATNATCCCCGGAGGCTTNACGGAGGCCAGACCTGCCACAGCAGNAGTCCNGGAGATTGCTGAC 
CGGGTCAAAGCACAGCTCGANGAGGAAACCAATGAGAAATATGAAATATTCAAAGCCGTTGAGT 
ATAAAACTCAAGTTGTCGCTGGAGTCAATTACTTCATTAAGATGGATGTAGGGGGTGGTTGTTT 
CACCCACATAAAAGTCTTCAAGGATCTTTCTGGAAAGAATAATTTGGAACTTACTGGTTACCAG 
ACTAACAAAACCGAGGATGATGAGCTGACCTACTTCTAAGCAGCAAATTCTAAAGTGACCTGAT 
TCCTCTCATTGTAAACTGATTCGNCCATCAATAAAGAATATTCTCCA (SEQ ID N0:1) 
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underlined = deleted in targeting construct 
[ ] = sequence flanking Neo insert in targeting construct 



[GNCAGCATTTCCTCTAAGGGATNCAATNKfGGCTTGCCCGAGGCCACACTCATTTCCCCA 
TNC CCTC AAATAC TGTGGTGATTAAAC^TTTC ATAGGAGGANTTTATGGATNC C TTTAAA 
ANCCTAATTCTCCCTGCTTGCCAAAT^fATTTCTTCTCAGCATCCTGCCCAGCAAAAAANC 
ANC TTNTGATC AAAATNATCCCCGJ3AGGC TTNAC GGAGGCC AGACC TGCC AC AGC AGN ] A 
GTCCNGGAGATTGC TGA C C GGGT/^AAAGC AC AGC TC GANGAGGAAACC AATGAGAAATAT 
GAAATATTCAAAGCCGTTGAGT^TAAAACTCAAGTTGTCGCTGGAGTCAATTACTTCATT 
AAGATGG ATGTAGGGGGTGG^TGTTTCACCCACATAAAAGTCTTCAAGGATCTTTCTGGA 
AAGAATA ATTTGGAACTT f &PTCinTT APP AH APT A A P A a a arrn a nn a a a nr^vn a, r* 

CTACTTCTAAGCAGCAAATTCTAAAGTGACCTGATTCCTCTCATTGTAAACTGATTCGNC 
CATCAATAAAGAATAjFTCTCCA] 
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Gene Sequence 
Structure* 



238 bp 



Sequence Deleted 



436 bp 



Size of EST: 559 bp 




Targeting Vector* 
(genomic sequence) 

Construct Number: 2757 



Arm Length: 
5': 1.2 kb 
3': 3 kb 



— — Targeting Vector 
" Endogenous Locus 

* Not drawn to scale 



5* arm 



LacZ-Neo 
Cassette 



3' arm 




5 ' >CGAGGCCACACTCATTTCCCC 
ATTC C CTCAGATAC TGTGATGATT 
ATACATTTGATAGGAGGAGATTAT 
GGAT ACC TTTAAAATTC TAAGTC T 
CCCTGCTTGCCAGATCATTTCTTC 
TCAGCATTCTGCCCAGCAAAGAAG 
CAACTCGTGATCAGAATGATACCC 
GGAGGC TTGATGGAGGCC AGAC C T 
GCCACAGCAGA<3 1 
(SEQ ID N0:2) 



5 • >ACTGGTTACCAGACTAACAAA 
ACCGAAGATGATGAACTGACCTAC I 
TTC T AAGC AGC AAATTC TAAAGTC ' 
ACCTGATTCCTCTCATTGTAAACT 
GATGCGGCCATCAATAAAGAAATA t 
TTC TTC AAAT AAAAAAAAAAAAGA 
AAGAAGCATTCTAACACAATACAA 
TCCAAAGATGTACTGATTTGATGT 
T AC AT AC TC AG < 3 ■ 
(SEQ ID NO: 3) 
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